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The FDR, local FDR, and why
they're better for domains
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The g-values are an intuitive choice, but the local FDR is
theoretically optimal for domains (theorem not shown)
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Empirical null models
FDR = #FP | ( #FP + #TP)
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Context Coherence: Inspired/adapted from

Clan Overlap: Inspired/adapted from S. Eddy (p.c., 2012) Terrapon, et al. BMC Bioinformatics 13, 67 (2012)
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failure of theoretical p-
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Per-family analysis of noise
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Pfam somewhat compensates
on noisy fams
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